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uMelt Probes

e Software to aid in developing assays and predicting
unlabeled probe melting profiles
® Provides
* Matched Tm
® Mismatched Tm
® Absolute Tm Difference
®* Melting Profiles
® Flexible inputs
e Buffer components
® Data download

® Chart export (.png)




More Information on
Unlabeled Probes

Zhou L, Myers AN, Vandersteen JG, Wang L,
Wittwer CT: Closed-tube genotyping with unlabeled
oligonucleotide probes and a saturating DNA dye.
Clin Chem 2004, 50(8):1328-1335.

http://www.ncbi.nlm.nih.gov/pubmed/15166111




Interface

* |nput

® Placement of
‘X, identiﬂes Probe Sequence GC Content 35%
variant TTAGTTATTTCAGCATCAAGGTC
location on AATCAATAAAGTXGTAGTTCCAG
template
strand Position 13 /23 bp Base Change

Analyze

® Push — CIA |~

‘Analyze’ to

calculate




Interface

® |nput
® Jemplate is auto populated based on
probe input and displayed beneath

probe (light gray)

Probe Sequence GC Content 35%

TTAGTTATTTCAGCATCAAGGTC
AATCAATAAAGTXGTAGTTCCAG

Position 13 /23 bp Base Change

—

Analyze
CA |~ e




Interface

® |nput

® |n this example, the matched probe will
be G.C while the mismatch will be G.A
based on x & y drop downs.

Probe Sequence GC Content 35%

TTAGTTATTTCAGCATCAAGGTC
AATCAATAAAGTXGTAGTTCCAG

Position 13 /23 bp Base Change

— CIA |~

Analyze
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Wittwer DNA Lab | Department of Pathology | University of Utah



Interface
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Output . =
® Melt curves o _
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Interface

e Qutput Tm

® Melting —— Match (6:c) 594
temperature
information —— Mismatch (G.A) 54.8
Is located to
the right of |AT|=  4.60
the graph

® Het shape et
may be More Mismatch More Match
altered by\ 50 % 50 %
adjusting Z

composite




Interface

® Export

® Users may
export chart
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Feedback

e User input is uMelt
valuable in PROBES

shaping our

DL
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[a t] Parameters Probe Sequence GC Content 35%
| Standard | Temperature Range | Disclaimer | TTAGTTATTTCAGCATCAAGGTC

pa t h U ta h . ed u Mono*] 50 mM | Bemme 0 AATCAATAAAGTXGTAGTTCCAG

free [Mg” 1 12 mMm Parameter Definitions
Position 13/ Base Change
DMSO 0 % 3/23bp 9
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Analyze

Wittwer DNA Lab | Department of Pathology | University of Utah




Software Philosophy

* DNA.UTAH.EDU

e Software is free to use, without requirement of
registration

® However, please respect our work and cite our

publications or software in manuscripts,
presentations, or posters




Disclaimer

The following disclaimers appI\I/Y to angl use of uMelt and related materials provided
on dna.utah.edu. Access to uMelt and related materials are provided as a courtesy,
free of charge, and are intended for informational and educational purposes only.
Any use of uMelt and such related materials shall be at the sole and exclusive risk
of the user(s).

The University of Utah and its affiliates make no representations or warranties of
any kind, express or implied, about the completeness, accuracy, reliability,
sultability or availability of uMelt or such related materials, or any related
products and services. Any reliance you place on uMelt or such related materials is
therefore strictly at your own risk.

In no event will the University of Utah or its affiliates be liable for any loss or
damage arising in connection with your use of uMelt or such related information
including, without limitation, any direct, indirect or consequential loss or damages.

Neither uMelt, nor results generated throu%h the use of uMelt, may be _
incorporated into any publication or formal or official report or document without

appropriate reference (See Acknowledgements in the Technical Guide) and use of
the service mark (SM). Users of uMelt may not use the name or marks of the
University of Utah, without the prior, written consent of the University of Utah.




